FIG. 1 A 

1 AAGCTTTCTTGGCCCCTAACAGCAACCACATTATACTCTTACTGGCTATTCCTTGGCCtT 60 

6 1 CAATACCCAGCCCAGGGGACCCCTCTTCCAGGGAGCCCCGCTTGTACTCCTGAGATGTCA 1 20 

121 TGTCCTTCTTGCAGAGCTCTTCCTCACGGCATCGGGACGGCGGTTCACCCTTTTGCCTCT 180 

181 CCGGATAAACTGTAAGCTACTTGAGAGCAGAGAACATCCATTGTTCGCTGTGGCATCCGT 240 

241 GGTACCTAGCACGGCATCTGACATATTATCAGATCTTCCACAAAGGCCAGTTTACGGTTG 300 

301 AATGCCCGTTGAATTCAGGCTCCCAGTGGGAGAGCGAGG AAGTAATAAAGCCGGTGATAA 360 

361 ATGCCGCCGTGGAGACACCAGCGGGCTGCCGTGAGACTAATGGAGAGGACAGTAACGTTA 420 

421 TCTCTAATGCGAGGGTGGTTATAGAGTACATTTCATAACACCTTTAAAGCTCTTTCACAC 480 

481 GCATTATCCAATTTGATCCTCATAAAAGCCTGGAGATGTGTATATTGTGGTGGATGGAGG 540 

O 541 GGGAGTCTTTAGCAGTTATGGGATATGCCTGAAGTCGTGCAGCTAGTAAATGGCTGGATT 600 

if 601 CAAACCAGACCTCAAAAGCCTGCCTGTTTGCTCATGCCCCCTGCCCCGACTGCCCACTCT 660 

UJ 661 GTGGCCCACAGCACAACTCACCGTCGCTTTCTTGATCCGTTTTCTTGATCCGGCTGTGCT . 720 

fig 721 CTCCCCAAGGAATGCTTTTCATTAACATATGTCTAGGTAATGAAtTATCTTGACTCTGAG 780 

^ 781 GAGGCCATAGCACATGCCGTAACGCGACAGCTCCTTTGATCTGCATCTGAGGCTGTGGCT 840 

. S3 - . . . . - 

5 841 GGTAACGGGCGTGGGGAGGGGGCGTTCGCTGAGACCCCAGGGACACGCCATGTGTGGTTC 900 

y 901 CCTCTGTTTCCAGGCCCCAGAAGCACATCCCGGAAAGGAAAATGCGCTGTGGACCCCTGT 960 

M R C G P L C 

□ 961 GCCGATTCCTGCTGGCTTTGGCCTATCTGTCCTACGTTGAAGCCGTGCCCATCTGGAGAG 102 0 
P> ' RFLLALAYLSYVBAVPIWR V 

H .1021 TCC7VGGATGACACCAAAACCCTCATCAAGACGATTGTCACCAGGATCAGTGACATTTCAC 108 0 
QDD TKTL I K T I VT.R I S D I S H 

1 08 1 ACATGGTAGGGAAGGCCTGGGAG ACAAGGTCGAAC CTGTGGCCAGCCCS GGGGGAGG AGG 114 0 
M 

1141 GGTACCGGACCTCAGAGGTTGGCGGAGGTGGGAAGGGTCGGCGGTGGCCTTGACGCCTCC 1200 

12 01 CCCACCCCCCCCAACCAGCTGCCTTTGCTCCTCCGCTTCCCTCACCGCACCCCCCCACGT 1260 

1261 CCTTATCCTCCTTCTT CCCAGACTGGAATCCTGATGCCCAGGACTAGAGGAAGCCCTAAA 1320 

1321 GGTCCTGTGTGCCTTTGCCAGGTGCGCAGACCCCCCAGCATCATCCCCTCTGGCCTCCAT 1380 

1381 CACGTCTCCGGAATGTTCTAATCTGTAGGAATTCTTCCTGGTGACAGCTGAACTCTGACC 144 0 

1441 CTGCGGACGCCCCTTACTGCTAGTCCTGCCCATTGAGCCTTTTTTCCTATACAACCCTCT 1500 

1501 ACATGTTTGCAAACTTCTCTCAATGTCCCCAGGGTGTTTTCTCTGGGGTCCGCAGGCCGA 1560 

1561 GACCTTCAGCCTCTTCTCAGCTGAGGTCCGTCTTTAGAATTCAGAAGACGAGGTGTGACT 1620 

. 1621 CCTCACCCTGCTGTTCCCTCTCTGTAAAATCTCAAGCACGTTAAGTCCCTCCGTGTCTGA 1680 

1681 AACCTTAGTTTCCCTCATCCAGATAATGGGACTGTTACTGGGAAGATGTTACCGGAATCC 1740 

1741 AGGGTCTTGCCTCATGGAGCTCAAGAATGAACTTGGCGAACGCAC AGGGAG CCGAGCAAG 1800 
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FIG. IB 



1801 CAGAAGTCTTTATTACAGG AAGGCAGACAGCTCCCAGCACAGACACGGGGAGGGAAGAGT 1860 

1861 CCCCCCGCCCATTGTTCTACGGAGGTTTTTATCACTTAAAGACGGGAGTACCAATGTGGG 1920 

1921 GTCCAGATATCCGTTCTTCTTCCCATTGCCCAGTTTACCTATATGGCGCCTTGTCCAGG A 1980 

1981 GGGACTCTGTAGAGTTAGGGGTGCTCCGTAAGTTTTATGGTGCGTCTGCTCTTCTCTGCC 204 0 

2041 CTAGACTTAGAGTCGCCACTCTTTCGATTCTTCTGCTCACAGTCAAATGCATAGGTCAGG 2100 

2101 GG TTAATTCCGACCTTCACAGAAATCAAATC 2160 

2161 AAGGCCTGCTTGTCTTGATTAGTTTTTACAAATCTTAAAGCATGGCCATTAATCAGGGAA 2220 

2221 GAGATCGAAGCCCATGTTCCCACACTAACTGCCTGAATTATTAGTCTGCCTCAGGACTAT 2280 

2281 CTTAATAGTCTTCGCAAGGTTGTTTTGAGATTAAATTAGATAGGAGTTCCTGTCGAGGCG 2340 

Q 2341 CGACGGAAACAGATCCGACTCAGAACCATGAGACAGGTTCG ATCCCTGGCTTTGTCAGTG 2400 

- - - . - • - 

ift ■ 24 01 GGTTAGGATCTGGTGCTGCTGTGAGCTGTGGTGTAGGTCGCAGAGGTGGCTCGGATCCCG 2460 

jj; 2461 CGTTGCTGTGGCTGTGGTGTAGGCCGGTGCAGACAGCTCCGATTAGACCCCTAGCCTGGG 2520 

\U ...... 

m 2521 AACCTCCATGTGCCGCGGGTACCGCTAAAAAAAGACAAAAGATGGAAAAAAAAAAGGTTA 2580 



2581 CATTAGATAAAGCAAGTGACTCCTCCACCACCACACATATCCCTGCAGAACCAGGACAGA 264 0 

2641 GCATGC CTTCTTGAAAAGTTTTCGGTTGTGGCTTTGATAGCACCCAGCCTTAAAAGCCAG 2700 

2701 CTTTTCAATCTGCCCAGAGCAGTCTGGAGACTTCCGCATCTCCTGGCCACTCTGAGTTTC 2760 

2761 TAACAGTGGCCTTGGCGAGCCTGGGAGCAGTCCGGTGGCCAGAAGCAGGGACAGCTGAGA 2820 

2821 ACCAGATAGAGTCTTGGCACTTTCAAGAGAAAACCCTAAGTCTCCTTCTTCCAGCCATGC 2880 

2881 AACAGCTGCGCATGACAGATCCAGCGTGTCCCAGCCTGTGTGGTGCAGGGAGTGAYGCTG 2 940 

2941 CGNNYAGGGYGYGGGGGAGCTGAGGAGCGAGGCGGGGCATCGNGGGGCTGCAGCCTCCAT 3000 

3001 CCCTAAGTGGGGAGACTTCATGAAGAGCCTGACCAGNAGGGAGGGGCATGTGTGGAGGAC 3060 

3061 CTCAGGGCCTGGGGAAGGCTAGACCCAACTATGTGAGAAACAGACAGTCGTGGCTGGTTC 3120 

3121 TACAGAAGAGGCATCTGGAGGCCATTCGAATGCCCAAAGCTGTCTGGGTGAGGCAGGGCT 3180 

3181 TGCTAGGCAGAAGACAGAAGGCCGTGAGACCAGCTTGGAGGCTTGGCAGCCACGCCAGCC 3240 

3241 CAAGGAGTTCGGGCCTAGATAGGATTGTGTGGAAGGGGAAGAGGCAGCCGGAGGTGGGGG 3300 

3301 GTGGGGGTGG ACCCGTCTCCACGCCTGCAGGAAGGCCAGGGGCTGCAGAGCCAACATCTC 3360 

3361 TCTCGCTGAGCGTCTCGCTCTCCCCTTCCTCCTGCACAGCAGTCTGTCTCCTCCAAACAG 3420 

Q S V S S K Q 

3421 AGGGTCACCGGTTTGGACTTCATCCCTGGGCTCCATCCTGTCCTGAGTTTGTCCAAGATG 3480 
RVT G LDFI PGLHPV LSLSKM 

..*-»• 

3481 GACCAGACCCTGGCGATCTACCAACAGATCCTCACCAGTCTGCCTTCCAGAAATGTGATC 3540 
D QTLAIYQQILT SLPSRNVI 

3541 CAAATATCGAATGACCTGGAG AACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAG 3600 
QISNDLENLRDLLHLLASSK 

3601 AGCTGCCCCTTGCCCAGCAGGGcCCTGGAGACCTTGGAGAGCCTGGGCGGCGTCCTGGAA 3660 
S-CPLPSRALETLESLGGVLE 



FIG. 1C 

3661 GCCTCCCTCTACTCCACGGAGGTGGTGGCCCTGAGCAGGCTGCAGGGGGCTCTGCAGGAC 3720 
AS LYSTEV VALSRLQGALQ D 

3721 ATGCTGCGGCAGCTGGACCTCAGCCCTGGCTGCTGAAGCCTTGAAGGCCTCTCTCCCCAC 3780 
MLRQ LDLSP GC* 

3781 AGTCGGGGGAAGAAACCTG AGCTTCCAGGAGTCTG CTGGAGAAGAGAG CCTGTGCGGACC 3840 

3841 TCCTCTCTGCAGGTCTGCGGACCATTTCTCTCT CGCTCCGCTAAGCTGCTCTTCCAAAGG 3900 

3901 CAGAAAACTCCAAGGCACGACACCAAAGACAGAAAGGCCTGGTTCCGCGCCCACCGGAAA 3960 

- 

3961 GGGGGCGCCGTCCAGCCAACGGTGGACTAGATTTCGGATTTTCCACCAACGTCTTCCTTC 4020 

4021 GTGTTCCATCTCCAGCTCACCGCGTGCTTCAGCGTGACCGGGGGGATTTCAGAGCCTTTC 4080 

4081 GACCATCAAGCAGGGTTCCAtCTGAGAATTC^ 4140 

« 4141 CACAGCTGGATGCTCCCACGCAACACAAGTTGGAAGCATTTCTTTATTTATTATGCGGTG 4200 

4201 TATTCTGGTTGGATTTGAAGCAAAACACCAGCCiTTCCAGGCTCTCTGGGGTCAGCCGGG 4260 

^ 4261 GCTAGGGGGAGGCTCCCGAGGTGCTGTTTCCAGTACCATCCATGGGCCTGCTGAGGCCAA 4320 

FU 4321 CCCATTTTGAGTGACTTGAGGGCTCTCAAGGTCGTTCTCTAGAGACTGGCTTTGTTTCTA 4380 

fn . 

5 4381 CTGTGACTGACTTTAAAACTGCAGCGTGTGCACTGGCATCGCCTGCGCGGATCTCGAAGG 4440 

^ 4441 GCCAGGTTCTCTTAGAAAGAAG AAGATGAACTTTGTCAGGGGtGTGTACGCGGAGACAGG 4500 

p 4501 AAGTGTGTTGGTGGGCGGGGCATGGATCCAGAATGTGTATTTCTTGTGTGATGGACATTT 4 560 

4561 GTG TGAGGGGCTCTCTGGACAGGGTGAGGTCATTGTCTCATCTTCGTGGTTTTCATGAG A 4 620 

4621 GAAGGAGATGATTCCTTCACGGGGGTCGTGGGGTTTTG CCAGC CGCCCGTGCAGGAGTGG 4680 

2 4681 GGAAGGGGCTGAAGCCGAAGACCGTTGGGGGCCGTGGTGAGCTCTGCCTTCTCCAGCTGC 4740 

4741 TAGAGGCTGGTCTTT CTCATCAGGGAGTGAGGGTCTCGCGTTGGAGACAGTGATCCCCAG 4800 

4801 GGCGGGATCCTTGCCGTGGCCCTCTGAATGGTCTGGGTGATCCCACACTGATGTCATAAC 4860 

4861 AGGGAAGTGCCCTGGTTTGGGATTTGTATGCTCACCCAAAGCAAGGGCCTGCTTCCCATC 4920 

4921 CAiTTTGGGAAGGATTTTTTCTCCAGGGGGAGGGTGAAAGCTCTGGGAGGTCTGTGGGCT 4980 

4981 TACGAGATGGTCCAAGTCCTGGGTCAGTGAGTCCCGGGACTCGTGACCGCCTCGAGGAGC " 5040 

5041 CCCCTTCTCCCTACAGGTCATGTTCA 5100 

5 10 1 CCTGCCGCTGTGATGCAGCCATCGC7VCTACAGGAGGTAGATCTGTCCAAGGAAATTTGAA 5160 

• * • * * * 

5161 TCTGAAGCAATCACTTTCAAGACTGAGCATCT^ 5220 

5221 GGCTCAGAGAAGCTCATCAAATAAATATTAAAATCCAGTCCTGCCTTCAGGACCTTGCAT 5280 

5281 TCCAGATGATAACACCTCCCCCACACCCCGTCTGeAGAGGCTGTCATTTCACCATGGCAA 5340 

5341 CCGAGCAGCTGAAACACAGTGCGGTCCTCAGCAGGTGGAAAGGCTGAGCTGAGGAGGGCA 5400 

5401 GTGCCCGGGCCCACAGGCTAACCCTGCTTGCACTTGGTAGCATTTTTACTGTTCGGGGCG 5460 

5461 CATCAGCATCTATTACTGAGAAGCCGCATCCCTTTGAAGCAGGATAGCTGAGACTATAAA 5520 

5521 AATAAGAAAATACCAGAGTTCCCTTGTGGCACAGAGGGCTAAGGATCCAGTGTTGTTGCT 5 580 

5581 GCAGCAGCTTGGGTCACGGCTGTGGCAAGGGTTCGATCCCTGGCCTGGGAACTTTCACAT 56*40 
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FIG. ID 



5641 GTTGCAGGCAAGGCCAAAAAAAAATAAATAAATAAAAATAAACAAAAAAAAACAAGACCA 
5701 TAACAGCAGACTGGTGGCAAACCAGGACTAGAACCTGGGTCCTCTGACCCCTAGAGTCAG 

5761 TGTCCCCTGAGCCAGCTAGTGTTCTCTGGGGACGGGAACAGGGTTGGGCAGGG AGTTCAG 

• " - * 

5821 GAAGTGTTTGCTGGAAGAGCGGAGTTTCCAGGCTGATTTTGCAGGAGGTGAGGGAAGTGG 

5881 ATTG CCTGG AGGGAGGAGG CTGTTTTGTTTGAAGCTT 



FIG. 2 



SiZ l ATGCGCTGTGGACCCCTGTGCCGATTCCTGCTGGCTTTGGCCTATCTGTCCTACGTTGAA 



MRCGPLCRFL 



121 AGGATCAGTGACATTTCACACATGCAGTCTGTCTCCTCCAAACAGAGGGTCACCGGTTTG 
41 RISDISHMQSV SSKQ RVTGL 



361 AGCAGGGCCCTGGAGACCT' 



TGGAGAGCCTGGGCGGCGTCCTGGAAGCCTCCCTCTACTCC 



121 



421 ACGGAGGTGGTGGC 



CCTGAGCAGGCTGCAGGGGGCTCTGCAGGACATGCTGCGGCAGCTG 



60 



LALAYLSYVE 20 



120 



• 61 GCCGTGCCCATCTGGAGAGTCCAGGATGACACCAAAACCCTCATCAAGACGATTGTCACC 
21 AVPIWRVQDDT KTLIKTIVT 40 



180 



60 



240 



S 181 GACTTCATCCCTGGGCTCCATCCTGTCCTGAGTTTGTCCAAGATGGACCAGACCCTGGCG 

61DF IPG LHPVLSLSKM DQTLA 80 

m 

ft 241 ATCTACCAACAGATCCTCACCAGTCTGCCTTCCAGAAATGTGATCCAAATATCGAATGAC 300 

ri 

g 81 IYQ QILTSLPSRNVIQISND 100 

301 CTGGAGAACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAGAGCTGCCCCTTGCCC 360 
101LENLRDLLHLLASSKSCPLP 120 



420 



SR ALETLESLGGVLEASLYS 140 



480 



141 



TEVVALS RLQGALQDMLRQL 160 



481 GACCTCAGCCCTGGCTGCTGA 501 
161 D L S P G C * 167 



FIG. 3 



1 GTGCCCATCTGGAGAGTCCAGGATGACACCAAAACCCTCATCAAGACGATTGTCACCAGG 60 
1 V P I W R V Q D D T 11 T L I K T I V T R " 20 

61 ATCAGTGACATTTCACACATGCAGTCTGTCTCCTCCAAACAGAGGGTCACCGGTTTGGAC 120 

21 I S D I S H MQ S V S S K QR VTG LD 40 

121 TTCATCCCTGGGCTCCATCCTGTCCTGAGTTTGTCCAAGATGGACCAGACCCTGGCGATC 180 

41 F I PGLH PVLS LS KM DQ T LA I 60 

181 TACCAACAGATCCTCACCAGTCTGCCTTCCAGAAATGTGATCCAAATATCGAATGACCTG 240 

61 YQQILTSLPSRNVIQISNDL 80 

yg 241 GAGAACCTCCGGGACCTTCTCCACCTGCTGGCCTCCTCCAAGAGCTGCCCCTTGCCCAGC 300 

UJ 81 ENLRDLLHL LASSKSCPLPS 100 

ra 3 01 AGGGCCCTGGAGACCTTGGAGAGCCTGGGCGGCGTCCTGGAAGCCTCCCTCTACTCCACG 3 60 

& 101 RALETLESLGGVLEASLYST 120 

jL 361 GAGGTGGTGGCCCTGAGCAGGCTGCAGGGGGCTCTGCAGGACATGCTGCGGCACGTGGAC 420 

y 121 EVVA LS RLQGALQDMLRHVD 140 

4 21 CTCAGCCCTGGCTGC 435 

141 L S P G C 145 



FIG. 4 
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10 . 20 30 40 50 

i HHffliwfl w wwm i wawww 'w gmwiw B-wamww i so 

1 BRgHA TgaegH g^33335E BGBE amBfiB ^MUMdS mmmsmimnft so 

1 g^rggggffiA faswiwyimwwl ifficSEEBES -utiHmmmimm nmwamweni' so 
60 70 80 90 100 

51 BBE33dagfc B S33cfiaifflS3 SEt<S3<33 iiw^ tfeftMiicg qa*m**dS m ioo 

si i fAikWAddSH EBiB THggga H3333^BII33 uHas^aajtas **M**x&\sBi ioo 

51 BlfEHsHEi I^AeuKQfflJr mu#*xt9XxM ■mmmaXXB j«fflH«ftWa«5 100 
110 120 130 140 150 

101 UM3§4tiM/M( B dSMtobUQ bHctAW4fcH B&rgaaflM 150 

101 EEEE3B3333 g AMniitfei»w^| w*tf«gw«fcyiE fnamawmudB Kw*«w«fcitiifl 150 

101 hl$MM4MM B aamtfWKa watwawg^-g w»«»whwm B3333333B 150 

160 170 180 190 200 

151 TEES333H3 BMAfcHAH ' iMfewwiwaijc wwtftictetwg 206 

151 PiMMUbM aa aaasaAAB Btaagi aasi^ HffflwwflHri mwqqifw l 200 

151 gSS^S33cS ggc&as&ad^ f^^r13Sc{Si 5333533313 wumwinfl 200 

210 220 230 240 250 

201 BtSStgH-HJ UOAiMAiM MBKMHMBBwfl B359 c 5EE5l3 GAHMHfcWttg 250 

201 ESccHBaESS t»«aHM««H:4 taa^ausss B*ESH23333 250 

201 Wrf«T«M&ftffj fd&hl»*fcM«M BM«WlMtlWM KlefeW lSgggH WcWH^ lfi^j 250 

260 270 280 290 300 

251 M^W«t«W4j M*MeW4iM«H UWMtU i wm:vwc^ gg5BGBB 33I 300 

251 MJ»tMAh<«fei MO&VdABEgq wittwxxac mmm****! ua aaaaacBj 300 

251 S33GH33H3 S3EcS3333 fgasa cA EEECi SBcJjGagcS ISgSS023S 300 

310 320 330 340 350 

301 IMMM^Mi MMMMM ^MMJMJbba UAtiMdAkR w« «*x*f*ti«fi 350 

301 tAinlMMM4 IMMMM tfi tCBShg^GH fchhrfcbbbhAfl {Bissgagefl 350 

301 H2H333333T (AWAl A gEBa HC MWKn gCi MUMcfrMttW HfW^W^egj 350 

360 370 380 390 400 

351 HJAMA&BH SaE gggG BcSSESS M««Mtl«l cggH 400 

351 BtB3g 833I5 M*** wi wbcB, bbbhsb g^t 400 

351 taBrgac BBga tcaBaB333B B33333cgS3 agccaESESI H3S3SaiS33 400 

410 420 430 440 45^0. 

401 lAMMthtMA HSSScSHB S233Hg(*EE Mtf<ra«<tei««B 450 

401 lAAbMeTcktaa StHSggSB WMMMMA MufeMnMetitj wMacwgcwjB ; 450 

401 fcMAM&kMcl M«W«h%Wtfg3 HHM«tUft»SM MifeWKewlTT Itefattf illtM j 450 

460 470 480 490 500 

451 IMSMAMb^j iir««H[«McraWg Mm*»mmmJ& t»w«Mi»M cf3; 500 

451 M«MAMeW«H MMMtiSm hhWAfr BBfl BI feMnMeJiNJW 8333323300 500 

451 M«fcfrMci c Hgi MiMAMATJEI IfrSgigAASl SiH33irGfJr «cm«mm aaH 500 

510 520 530 540 550 

501 EMuWJ 550 

501 -. - - • ; — ----- 550 

501 ggggB . - 550 
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FIG. 9 
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FIG. 10 



Western blot of recombinant human and porcine leptin with the polyclonal antibody t< 
synthetic peptide based on the C-terminal sequence of porcine leptin. 
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FIG. 11 



A polyclonal antibody to recombinant porcine leptin immunoprecipaitates leptin 
from pig serum, cerebral spinal fluid (CSF), and adipose extracts. 

Serum CSF Adipose 

IP I P I P 




